
HPC Tutorial : “Training the Trainers” 

March 16 ‐18, 2009 
Na@onal Ins@tute for Mathema@cal and Biological Synthesis  
(NIMBioS) at the University of Tennessee, Knoxville 

This NIMBioS High Performance Compu@ng 
(HPC) Tutorial will focus on dissemina@ng 
the tools necessary for organiza@ons and 
individuals to  leverage computa@onal 
resources for research at the interface of 
biological/computa@onal/mathema@cal 
research.  Knowledgeable computa@onal 
science individuals who may be HPC 
novices are invited to aTend with the goal 
of enhancing their ins@tu@ons’ capabili@es 
to leverage HPC resources. 

‐ TeraGrid Resources 
‐ Visualiza@on and Storage. 
‐ Queue and Submission Management. 
‐ Storage and Data Management. 
‐ Constraints and Benefits of different 
   paralleliza@on approaches. 
‐ Computa@onal Biology Resources. 
‐ MATLAB distributed compu@ng toolbox. 
‐ Case Studies in use of HPC in  
   computa@onal/integra@ve biology. 

Informa@on, Applica@on and Funding 
 informa@on can be found at: 

hTp://www.nimbios.org/HPC/workshop.html 
Leadership Team: 
Michael Berry, Elec. Eng. and Computer Science, UTK 
Jim Ferguson, Nat’l Inst. for Computa@onal Sciences, UTK / ORNL 
Mike Langston, Elec. Eng. and Computer Science, UTK 

NIMBioS is a synthesis ins0tute sponsored by the Na0onal Science 
Founda0on, the U.S. Department of Homeland Security, and the U.S. 
Department of Agriculture, with addi0onal support from The University 
of Tennessee, Knoxville. 


